Correct Identification of The Pathogen Colletotrichum kahawae
Causing Coffee Berry Disease (CBD)
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ABSTRACT

The CBD causing fungus C. kahawae can be identified most precisely by taking
morphological and biochemical characteristics into consideration. For identification one still
needs to isolate the fungal population, detecting morphological features in vitro such as
mycelium colour and growth rate, conidia production and testing the pathogenicity on
hypocotyls or berries.

Molecular-biological methods are assisting experts in handling the large number of
pathogenic isolates. Protein and isozyme pattern can be analysed by a horizontal starch gel
electrophoresis. The malate dehydrogenase and esterase are well suited for identification of
species of the genus Colletotrichum. More precisely, Random Amplified Polymorphic DNA
(RAPD) techniques provides a helpful means of identifying C. kahawae.



