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SUMMARY 
 
We are currently screening two genomic libraries enriched for the sequences (TG)n and 
(ATC)n. The identification of microsatellites is based on the following strategy: a) sequencing 
of the DNA inserts; b) design of specific primers for those clones containing Simple 
Sequence Repeats (SSRs); c) primer test on a panel of cultivars and on an F2 Population. 
Until now we sequenced about 350 clones, 71% of which contained a microsatellite. Of the 
46 primer pairs designed, 13 gave polymorphic bands. As far as the allele distribution is 
concerned, we found loci with 2, 3 or 4 alleles. Each single plant carried only one or two 
alleles, presumably they were either homozygotes or heterozygotes. One single locus showed 
a peculiar behaviour: all the samples so far analysed carried either 3 or 4 alleles. 

 


